
Chipseq QC

31/03/2016



Outline

Mapping stats

NRF

FRIP

Aggregation plot

Cross-correlation plots



Mapping stats

0e+00

1e+07

2e+07

AL3
.K

4m
3.

1

ALP
.K

4m
3.

1

AW
P.K

4m
3.

1

EL3
.K

4m
3.

1

ELP
.K

4m
3.

1

EW
P.K

4m
3.

1

LL
3.

K4m
3.

1

LL
P.K

4m
3.

1

LW
P.K

4m
3.

1

W
L3

.K
4m

3.
1

W
LP

.K
4m

3.
1

W
W

P.K
4m

3.
1

labExpId

nb
_m

ap
_r

ea
d

0.0e+00

5.0e+06

1.0e+07

1.5e+07

2.0e+07

AL3
.K

4m
3.

1

ALP
.K

4m
3.

1

AW
P.K

4m
3.

1

EL3
.K

4m
3.

1

ELP
.K

4m
3.

1

EW
P.K

4m
3.

1

LL
3.

K4m
3.

1

LL
P.K

4m
3.

1

LW
P.K

4m
3.

1

W
L3

.K
4m

3.
1

W
LP

.K
4m

3.
1

W
W

P.K
4m

3.
1

labExpId

nb
_u

ni
q_

re
ad



Mapping stats
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FRIP
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Aggregation plot
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Cross-correlation plots
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