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Aggregation plot
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Aggregation plot
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Cross-correlation plots
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Cross-correlation plots
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Cross-correlation plots

crose-carmslation

eroes-canslation

WL3.K4m3.1_primary.bam

LWP.K4m3.1_primary.bam

2
3
8
o
a4
B
2
24
8| H
5 k]
3
[E!
5 I
< g
54 k8
o
5 3
T T T T e T T T T
%0 st 1 1900 %0 H st 1500
hand-hi (155,165,195) strang-chit (165, 175)
NSC=1. 27536, RSC=1 35654 Ctag=1 NSO=1 19802, ASC-1 20885, Ctag=1
WLP.K4m3.1_primary.bam WWP.K4m3.1_primary.bam
o -
. i
2]
2
2
3]
3
g3
3
o °
2 8
IEn
83
2]
S 3
34
3
o
2]
s 9
500 3 1500 %0 o 1500

sto
strand-shifi {145, 155)
NSC=1.25004,RSC=1.20251 Otag=1

500
strand-chift (155)
NSC=1.25231,RSC=1 27458, Clag=1



	Mapping stats
	NRF
	FRIP
	Aggregation plot
	Cross-correlation plots

