Term

small GTPase mediated signal transduction{ @ @
RNA splicing{ @ @

RNA catabolic process1 @ @

ribonucleoprotein complex biogenesis- @ .
response to radiation{ @ @

response to peptide hormone4 @

response to oxygen levels- @

response to decreased oxygen levels4 @

regulation of Wnt signaling pathway 4 @

regulation of supramolecular fiber organization- @
regulation of small molecule metabolic process- @
regulation of protein serine/threonine kinase activity{ @
regulation of protein catabolic process+ @

regulation of protein—containing complex assembly - @
regulation of neuron projection development -
regulation of nervous system development -
regulation of MRNA metabolic process+{ @

regulation of DNA-binding transcription factor activity -
regulation of cellular component size- @

regulation of cell growth4 @

regulation of cell development -

regulation of apoptotic signaling pathway - @
regulation of anatomical structure size -

regulation of actin filament—-based process- @
regulation of actin cytoskeleton organization{ @
purine—containing compound metabolic process -
protein targeting- @

protein—containing complex disassembly - @
proteasome—mediated ubiquitin—dependent protein catabolic process- @
proteasomal protein catabolic process- @

positive regulation of cellular catabolic process- @
positive regulation of catabolic process- @
peptidyl-lysine modification- @

negative regulation of protein phosphorylation- @
negative regulation of phosphorylation-{ @

ncRNA metabolic process- @

myeloid cell differentiation @

mRNA catabolic process- @

in utero embryonic development{ @

histone modification- @

establishment of protein localization to membrane- @
establishment of organelle localization -
endomembrane system organization -

embryonic organ development- @

dephosphorylation -

covalent chromatin modification4{ @

cell growth{ @

canonical Wnt signaling pathway - @

axonogenesis41 @

actin filament organization -
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0.04
0.03
0.02
0.01



