
chromosome segregation

cilium assembly

covalent chromatin modification

dephosphorylation

DNA conformation change

DNA recombination

endomembrane system organization

establishment of protein localization to membrane

histone modification

macromolecule methylation

methylation

mRNA catabolic process

mRNA splicing, via spliceosome

ncRNA metabolic process

ncRNA processing

negative regulation of organelle organization

negative regulation of phosphorylation

nuclear division

nuclear transport

nucleocytoplasmic transport

organelle fission

peptidyl−lysine modification

positive regulation of catabolic process

positive regulation of cell cycle

positive regulation of cellular catabolic process

proteasomal protein catabolic process

proteasome−mediated ubiquitin−dependent protein catabolic process

protein−containing complex disassembly

protein−DNA complex subunit organization

protein polyubiquitination

protein targeting

regulation of apoptotic signaling pathway

regulation of cell cycle phase transition

regulation of cellular amide metabolic process

regulation of DNA metabolic process

regulation of mitotic cell cycle phase transition

regulation of mRNA metabolic process

regulation of protein−containing complex assembly

regulation of protein catabolic process

regulation of protein serine/threonine kinase activity

regulation of protein stability

regulation of supramolecular fiber organization

regulation of translation

response to endoplasmic reticulum stress

ribonucleoprotein complex biogenesis

ribosome biogenesis

RNA catabolic process

RNA splicing

RNA splicing, via transesterification reactions

RNA splicing, via transesterification reactions with bulged adenosine as nucleophile
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